10/584345 

lAP20R8C'dPCT/PT0 23 JUN2006 

SEQUENCE LISTING 

<110> KIRIN BEER KABUSIKI -KAISHA 

<120> A mutant of anti CD40 antibody 

<130> PH-2356-PCT 

<140> 
<141> 

<150> JP 2003-431408 
<151> 2003-12-25 

<160> 142 

<170> Patentln Ver. 2. 1 

<210> 1 

<211> 175 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Glu Pro Pro Thr Ala Cys Arg Glu Lys Gin Tyr Leu lie Asn Ser Gin 
15 10 15 

Cys Cys Ser Leu Cys Gin Pro Gly Gin Lys Leu Val Ser Asp Cys Thr 
20 25 30 
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Glu Phe Thr Glu Thr Glu Cys Leu Pro Cys Gly Glu Ser Glu Phe Leu 
35 40 45 



Asp Thr Trp Asn Arg Glu Thr His Cys His Gin His Lys Tyr Cys Asp 
50 55 60 

Pro Asn Leu Gly Leu Arg Val Gin Gin Lys Gly Thr Ser Glu Thr Asp 
65 70 75 80 

Thr He Cys Thr Cys Glu Glu Gly Trp His Cys Thr Ser Glu Ala Cys 
85 90 95 

Glu Ser Cys Val Leu His Arg Ser Cys Ser Pro Gly Phe Gly Val Lys 
100 105 110 

Gin lie Ala Thr Gly Val Ser Asp Thr lie Cys Glu Pro Cys Pro Val 
115 120 125 

Gly Phe Phe Ser Asn Val Ser Ser Ala Phe Glu Lys Cys His Pro Trp 
130 135 140 

Thr Ser Cys Glu Thr Lys Asp Leu Val Val Gin Gin Ala Gly Thr Asn 
145 150 155 160 

Lys Thr Asp Val Val Cys Gly Pro Gin Asp Arg Leu Arg Ala Leu 
165 170 175 



<210> 2 
<211> 39 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 2 

atatgctagc accaagggcc catcggtctt ccccctggc 

<210> 3 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 3 

atatggatcc tcatttaccc ggagacaggg agaggctc 

<210> 4 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
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<400> 4 

atatgctagc accaagggcc catcggtctt ccccctggcg 



40 



<210> 5 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 5 

gttttctcga tggaggctgg gaggcc 26 



<210> 6 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 6 

atatggatcc tcatttaccc ggagacaggg agaggctc 38 



<210> 7 
<211> 26 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 7 

ggcctcccag cctccatcga gaaaac 

<210> 8 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 8 

atatggatcc tcatttaccc ggagacaggg agaggc 

<210> 9 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
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<400> 9 

aggggtccgg gagatcatga gagtgtcctt 30 

<210> 10 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 10 

aaggacactc tcatgatctc ccggacccct 30 

<210> 11 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 11 

tgatcatacg tagatatcac ggc 23 

<210> 12 
<211> 23 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 12 

tgatcatacg tagatatcac ggc 

<210> 13 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic DNA 
<400> 13 

gggtacgtcc tcacattcag tgatcag 

<210> 14 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic DNA 
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<400> 14 

tttgcgctca actgtcttgt ccaccttggt gttgctggg 



39 



<210> 15 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 15 

tgatcatacg tagatatcac ggc 23 



<210> 16 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 16 

acagttgagc gcaaatgttg tgtcgagtgc ccaccg 36 



<210> 17 
<211> 27 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 17 

gggtacgtcc tcacattcag tgatcag 27 

<210> 18 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 18 

ggtgttgctg ggcttgtgat ctacgttgca g 31 

<210> 19 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
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<400> 19 

ctgcaacgta gatcacaagc ccagcaacac c 



31 



<210> 20 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 20 

tgatcatacg tagatatcac ggc 23 



<210> 21 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 21 

gggtacgtcc tcacattcag tgatcag 27 



<210> 22 
<211> 31 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 22 

ggtgttgctg ggcttgtgat ctacgttgca g 31 

<210> 23 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 23 

ctgcaacgta gatcacaagc ccagcaacac c 31 

<210> 24 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
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<400> 24 

tgatcatacg tagatatcac ggc 



23 



<210> 25 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 25 

gggtacgtcc tcacattcag tgatcag 27 



<210> 26 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 26 

cacaacattt ggactcaact ctcttgtcca cc 32 



<210> 27 
<211> 32 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 27 

ggtggacaag agagttgagt ccaaatgttg tg 

<210> 28 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 28 

tgatcatacg tagatatcac ggc 

<210> 29 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
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<400> 29 

gggtacgtcc tcacattcag tgatcag 



27 



<210> 30 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic DNA 
<400> 30 

ggcacggtgg gcatggggga ccatatttgc gctc 34 



<210> 31 
<211> 34 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence Synthetic DNA 
<400> 31 

gagcgcaaat atggtccccc atgcccaccg tgcc 34 



<210> 32 
<211> 23 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic DNA 
<400> 32 

tgatcatacg tagatatcac ggc 

<210> 33 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 33 

gggtacgtcc tcacattcag tgatcag 

<210> 34 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
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<400> 34 

gaagactgac ggtcccccca ggaactctgg tgctgggca 



39 



<210> 35 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 35 

tgcccagcac cagagttcct ggggggaccg tcagtcttc 39 



<210> 36 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic DNA 
<400> 36 

tgatcatacg tagatatcac ggc 23 



<210> 37 
<211> 1480 
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<212> DNA 

<213> Homo sapiens 









gtcgacgctg 


aattctggct 


gaccagggca 


cttcctcatc 


ttcctgcccg 


tgctgggcct 


gcagcagtca 


ggtccaggac 


tggtgaagcc 


ctccggggac 


agtgtctcta 


gcaacagtgc 


gagagacctt 


gagtggctgg 


gaaggacata 


aggatctgtg 


aaaagtcgaa 


taatcatcaa 


gcagctgaac 


tctgtgactc 


ccgaggacac 


gctgggaggg 


gattacccct 


actactacag 


caccgtctct 


tcagcctcca 


ccaagggccc 


gagcacctcc 


gagagcacag 


cggccctggg 


ggtgacggtg 


tcgtggaact 


caggcgctct 


cctacagtcc 


tcaggactct 


actccctcag 


cggcacccag 


acctacacct 


geaaegtaga 


gacagttgag 


cgcaaatgtt 


gtgtcgagtg 


accgtcagtc 


ttcctct tec 


ccccaaaacc 


tgaggtcacg 


tgcgtggtgg 


tggacgtgag 


gtacgtggac 


ggcgtggagg 


tgcataatgc 


cagcacgttc 


cgtgtggtca 


gcgtcctcac 


ggagtacaag 


tgeaaggtet 


ccaacaaagg 


caaaaccaaa 


gggcagcccc 


gagaaccaca 


gatgaccaag 


aaccaggtca 


gcctgacctg 


cgccgtggag 


tgggagagca 


atgggcagcc 


gctggactca 


gacggctcct 


tcttcctcta 


gcagcagggg 


aaegtcttet 


catgctccgt 


gcagaagagc 


ctctccctgt 


etcegggtaa 



gccaccagag 


ctccagacaa 


tgtctgtctc 


bU 


cccatggggt 


gtcctgtcac 


aggtccaact 


i oa 


ctcgcagacc 


ctctcactca 


cctgtgccat 


1 OA 

loO 


tacttggaac 


tggatcaggc 


agtccccatc 


OA A 


ctacaggtcc 


aagtggtatc 


gtgattatgt 


OAA 

oOO 


cccagacaca 


tccaacaacc 


agttctccct 


OCA 

obO 


ggctatatat 


tactgtacaa 


gagcacagtg 


A OA 

4z0 


tatggacgtc 


tggggccaag 


ggaccacggt 


480 


ateggtctte 


cccctggcgc 


cctgctccag 


540 


ctgcctggtc 


aaggactact 


tccccgaacc 


600 


gaccagcggc 


gtgcacacct 


tcccagctgt 


660 


cagcgtggtg 


accgtgccct 


ccagcaactt 


720 


tcacaagccc 


agcaacacca 


aggtggacaa 


780 


cccaccgtgc 


ccagcaccac 


ctgtggcagg 


840 


caaggacacc 


ctcatgatct 


cccggacccc 


AAA 

yoo 


ccacgaagac 


cccgaggtcc 


agttcaactg 


AC A 

ybu 


caagacaaag 


ecaegggagg 


agcagttcaa 


1 AO A 

lUzU 


cgttgtgcac 


caggactggc 


tgaacggcaa 


1080 


cctcccagcc 


cccatcgaga 


aaaccatctc 


1140 


ggtgtacacc 


ctgcccccat 


cccgggagga 


1200 


cctggtcaaa 


ggcttctacc 


ccagcgacat 


1260 


ggagaacaac 


tacaagacca 


cacctcccat 


1320 


cagcaagctc 


accgtggaca 


agagcaggtg 


1380 


gatgeatgag 


gctctgcaca 


accactacac 


1440 


atgaggatcc 






1480 
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<210> 38 
<211> 474 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Met Ser Val Ser Phe Leu He Phe Leu Pro Val Leu Gly Leu Pro Trp 
15 10 15 

Gly Val Leu Ser Gin Val Gin Leu Gin Gin Ser Gly Pro Gly Leu Val 
20 25 30 

Lys Pro Ser Gin Thr Leu Ser Leu Thr Cys Ala He Ser Gly Asp Ser 
35 40 45 

Val Ser Ser Asn Ser Ala Thr Trp Asn Trp lie Arg Gin Ser Pro Ser 
50 55 60 

Arg Asp Leu Glu Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Tyr 
65 70 75 80 

Arg Asp Tyr Val Gly Ser Val Lys Ser Arg He He He Asn Pro Asp 
85 90 95 

Thr Ser Asn Asn Gin Phe Ser Leu Gin Leu Asn Ser Val Thr Pro Glu 
100 105 110 



Asp Thr Ala He Tyr Tyr Cys Thr Arg Ala Gin Trp Leu Gly Gly Asp 

115 120 125 
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Tyr Pro Tyr Tyr Tyr Ser Met Asp Val Trp Gly Gin Gly Thr Thr Val 
130 135 140 



Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala 
145 150 155 160 

Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu 
165 170 175 

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly 
180 185 190 

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser 
195 200 205 

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe 
210 215 220 

Gly Thr Gin Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr 
225 230 235 240 

Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro 
245 250 255 

Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro 
260 265 270 

Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys 

275 280 285 
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Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Gin Phe Asn Trp 
290 295 300 



Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
305 310 315 320 

Glu Gin Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val 
325 330 335 

His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
340 345 350 

Lys Gly Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys Thr Lys Gly 
355 360 365 

Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu 
370 375 380 

Met Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
385 390 395 400 

Pro Ser Asp He Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn 
405 410 415 

Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe 
420 425 430 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn 

435 440 445 
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Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
450 455 460 



Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
465 470 



<210> 39 
<211> 406 
<212> DNA 

<213> Homo sapiens 
<400> 39 

actgctcagt taggacccag agggaaccat ggaagcccca gctcagcttc tcttcctcct 60 
gctactctgg ctcccagata ccaccggaga aattgtgttg acacagtctc cagccaccct 120 
gtctttgtct ccaggggaaa gagccaccct ctcctgcagg gccagtcaga gtgttagcag 180 
ctacttagcc tggtaccaac agaaacctgg ccaggctccc aggctcctca tctatgatgc 240 
atccaacagg gccactggca tcccagccag gttcagtggc agtgggtctg ggacagactt 300 
cactctcacc atcagcagcc tagagcctga agattttgca gtttattact gtcagcagcg 360 
tagcaacact ttcggccctg ggaccaaagt ggatatcaaa cgtacg 406 

<210> 40 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Met Glu Ala Pro Ala Gin Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro 
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1 



5 



10 



15 



Asp Thr Thr Gly Glu He Val Leu Thr Gin Ser Pro Ala Thr Leu Ser 
20 25 30 

Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser 
35 40 45 

Val Ser Ser Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro 
50 55 60 

Arg Leu Leu He Tyr Asp Ala Ser Asn Arg Ala Thr Gly He Pro Ala 
65 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser 
85 90 95 

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Ser 
100 105 110 

Asn Thr Phe Gly Pro Gly Thr Lys Val Asp He Lys Arg Thr 
115 120 125 



<210> 41 
<211> 508 
<212> DNA 

<213> Homo sapiens 



<400> 41 
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f% -4- *r f\ /s f\ rr 

c tgaacacag 


acccgtcgac 


LCCCaggLgL 


ggac xcacca 


^ggagttggg 


actgagc tgg 


cagtgtgaag 


tgcagctggt 


ggagtctggg 


agactctcct 


gtgcagcctc 


tggattcacc 


caagctccag 


ggaagggcct 


ggagtgggtc 


gtgcatgcgg 


actctgtgaa 


gggccgattc 


ctgtatctgc 


aaatgaacag 


tctgagagct 


gataggctat 


ttcggggagt 


taggtactac 


gtcaccgtct 


cctcagctag 


caccaagg 



ttccattcag tgatcagcac tgaacacaga 60 
attttccttt tggctatttt aaaaggtgtc 120 
ggaggcttgg tacagcctgg caggtccctg 180 
tttgatgatt atgccatgca ctgggtccgg 240 
tcaggtatta gttggaatag tggtagcttg 300 
accatctcca gagacaacgc caagaactcc 360 
gaggacacgg ccttgtatta ctgtgcaaga 420 
ggtatggacg tctggggcca agggaccacg 480 

508 



<210> 42 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Glu Leu Gly Leu Ser Trp lie Phe Leu Leu Ala lie Leu Lys Gly 
15 10 15 

Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin 
20 25 30 

Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 40 45 

Asp Asp Tyr Ala Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp Val Ser Gly He Ser Trp Asn Ser Gly Ser Leu Val His Ala 
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65 



70 



75 



80 



Asp Ser Val Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ala Lys Asn 
85 90 95 

Ser Leu Tyr Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Leu 
100 105 110 

Tyr Tyr Cys Ala Arg Asp Arg Leu Phe Arg Gly Val Arg Tyr Tyr Gly 
115 120 125 

Met Asp Val Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser Ala Ser 
130 135 140 

Thr Lys 
145 



<210> 43 
<211> 414 
<212> DNA 

<213> Homo sapiens 
<400> 43 

ctgctcagtt aggacccaga gggaaccatg 
ctactctggc tcccagatac caccggagaa 
tctttgtctc caggggaaag agccaccctc 
tacttagcct ggtaccaaca gaaacctggc 
tccaacaggg ccactggcat cccagccagg 
actctcacca tcagcagcct agagcctgaa 



gaagccccag ctcagcttct cttcctcctg 60 

attgtgttga cacagtctcc agccaccctg 120 

tcctgcaggg ccagtcagag tgttagcagc 180 

caggctccca ggctcctcat ctatgatgca 240 

ttcagtggca gtgggtctgg gacagacttc 300 

gattttgcag tttattactg tcagcagcgt 360 
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agccactggc tcactttcgg cggggggacc aaggtggaga tcaaacgtac ggtg 414 

<210> 44 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Met Glu Ala Pro Ala Gin Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro 
15 10 15 

Asp Thr Thr Gly Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser 
20 25 30 

Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser 
35 40 45 

Val Ser Ser Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro 
50 55 60 

Arg Leu Leu He Tyr Asp Ala Ser Asn Arg Ala Thr Gly He Pro Ala 
65 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser 
85 90 95 

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Ser 
100 105 110 
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His Trp Leu Thr Phe Gly Gly Gly Thr Lys Val Glu He Lys Arg Thr 
115 120 125 



Val 



<210> 45 
<211> 462 
<212> DNA 

<213> Homo sapiens 
<400> 45 

atatgtcgac gagtcatgga tctcatgtgc aagaaaatga agcacctgtg gttcttcctc 60 
ctgctggtgg cggctcccag atgggtcctg tcccagctgc agctgcagga gtcgggccca 120 
ggactactga agccttcgga gaccctgtcc ctcacctgca ctgtctctgg cggctccatc 180 
agcagtcctg gttactacgg gggctggatc cgccagcccc cagggaaggg gctggagtgg 240 
attgggagta tctataaaag tgggagcacc taccacaacc cgtccctcaa gagtcgagtc 300 
accatatccg tagacacgtc caagaaccag ttctccctga agctgagctc tgtgaccgcc 360 
gcagacacgg ctgtgtatta ctgtacgaga cctgtagtac gatattttgg gtggttcgac 420 
ccctggggcc agggaaccct ggtcaccgtc tcctcagcta gc 462 

<210> 46 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 46 

Met Asp Leu Met Cys Lys Lys Met Lys His Leu Trp Phe Phe Leu Leu 
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1 



5 



10 



15 



Leu Val Ala Ala Pro Arg Trp Val Leu Ser Gin Leu Gin Leu Gin Glu 
20 25 30 

Ser Gly Pro Gly Leu Leu Lys Pro Ser Glu Thr Leu Ser Leu Thr Cys 
35 40 45 

Thr Val Ser Gly Gly Ser lie Ser Ser Pro Gly Tyr Tyr Gly Gly Trp 
50 55 60 

lie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp lie Gly Ser He Tyr 
65 70 75 80 

Lys Ser Gly Ser Thr Tyr His Asn Pro Ser Leu Lys Ser Arg Val Thr 
85 90 95 

lie Ser Val Asp Thr Ser Lys Asn Gin Phe Ser Leu Lys Leu Ser Ser 
100 105 110 

Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Thr Arg Pro Val Val 
115 120 125 

Arg Tyr Phe Gly Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr 
130 135 140 

Val Ser Ser Ala Ser 
145 
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<210> 47 
<211> 448 
<212> DNA 



<213> Homo 


o up A CJ i 




<A0()} 47 






dgd LO L Ladg 


tddg Lg Lddt 




ggacatgagg 


gtccccgctc 


agctcctggg 


atgtgccatc 


cagttgaccc 


agtctccatc 


caccatcact 


tgccgggcaa 


gtcagggcat 


accagggaaa 


gctcctaagc 


tcctgatcta 


atcaaggttc 


agcggcagtg 


gatctgggac 


gcctgaagat 


tttgcaactt 


attactgtca 


agggaccaag 


gtggaaatca 


aacgtacg 



acgcggggag acccactcag gacacagcat 60 
gcttctgctg ctctggctcc caggtgccag 120 
ctccctgtct gcatctgtag gagacagagt 180 
tagcagtgct ttagcctggt atcagcagaa 240 
tgatgcctcc aatttggaaa gtggggtccc 300 
agatttcact ctcaccatca gcagcctgca 360 
acagtttaat agttacccga cgttcggcca 420 

448 



<210> 48 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Met Asp Met Arg Val Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Trp 
15 10 15 

Leu Pro Gly Ala Arg Cys Ala He Gin Leu Thr Gin Ser Pro Ser Ser 
20 25 30 



Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie Thr Cys Arg Ala Ser 

35 40 45 
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Gin Gly He Ser Ser Ala Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys 
50 55 60 



Ala Pro Lys Leu Leu He Tyr Asp Ala Ser Asn Leu Glu Ser Gly Val 
65 70 75 80 

Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
85 90 95 

lie Ser Ser Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin 
100 105 110 

Phe Asn Ser Tyr Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
115 120 125 

Arg Thr 
130 



<210> 49 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 49 
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Glu Pro Pro Thr Ala Cys Arg Glu Lys Gin Tyr Leu He 
1 5 10 



<210> 50 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 50 

Pro Thr Ala Cys Arg Glu Lys Gin Tyr Leu He Asn Ser 
1 5 10 



<210> 51 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 51 

Ala Cys Arg Glu Lys Gin Tyr Leu He Asn Ser Gin Cys 

1 5 10 
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<210> 52 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence -Synthetic 
peptide 

<400> 52 

Arg Glu Lys Gin Tyr Leu lie Asn Ser Gin Cys Cys Ser 
1 5 10 



<210> 53 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 53 

Lys Gin Tyr Leu lie Asn Ser Gin Cys Cys Ser Leu Cys 
1 5 10 
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<210> 54 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 54 

Tyr Leu lie Asn Ser Gin Cys Cys Ser Leu Cys Gin Pro 
1 5 10 

<210> 55 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 55 

lie Asn Ser Gin Cys Cys Ser Leu Cys Gin Pro Gly Gin 
1 5 10 



<210> 56 
<211> 13 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 56 

Ser Gin Cys Cys Ser Leu Cys Gin Pro Gly Gin Lys Leu 
1 5 10 

<210> 57 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 57 

Cys Cys Ser Leu Cys Gin Pro Gly Gin Lys Leu Val Ser 
1 5 10 

<210> 58 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 58 

Ser Leu Cys Gin Pro Gly Gin Lys Leu Val Ser Asp Cys 
1 5 10 

<210> 59 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 59 

Cys Gin Pro Gly Gin Lys Leu Val Ser Asp Cys Thr Glu 
1 5 10 

<210> 60 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 
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1 



<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 60 

Pro Gly Gin Lys Leu Val Ser Asp Cys Thr Glu Phe Thr 
1 5 10 

<210> 61 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 61 

Gin Lys Leu Val Ser Asp Cys Thr Glu Phe Thr Glu Thr 
1 5 10 

<210> 62 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 
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<400> 62 

Leu Val Ser Asp Cys Thr Glu Phe Thr Glu Thr Glu Cys 
1 5 10 

<210> 63 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 63 

Ser Asp Cys Thr Glu Phe Thr Glu Thr Glu Cys Leu Pro 
1 5 10 

<210> 64 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<400> 64 
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Cys Thr Glu Phe Thr Glu Thr Glu Cys Leu Pro Cys Gly 
1 5 10 



<210> 65 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 65 

Glu Phe Thr Glu Thr Glu Cys Leu Pro Cys Gly Glu Ser 
1 5 10 



<210> 66 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 66 

Thr Glu Thr Glu Cys Leu Pro Cys Gly Glu Ser Glu Phe 

1 5 10 
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<210> 67 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 67 

Thr Glu Cys Leu Pro Cys Gly Glu Ser Glu Phe Leu Asp 
1 5 10 

<210> 68 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 68 

Cys Leu Pro Cys Gly Glu Ser Glu Phe Leu Asp Thr Trp 
1 5 10 
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<210> 69 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 69 

Pro Cys Gly Glu Ser Glu Phe Leu Asp Thr Trp Asn Arg 
1 5 10 



<210> 70 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 70 

Gly Glu Ser Glu Phe Leu Asp Thr Trp Asn Arg Glu Thr 
1 5 10 



<210> 71 
<211> 13 
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<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 71 

Ser Glu Phe Leu Asp Thr Trp Asn Arg Glu Thr His Cys 
1 5 10 

<210> 72 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 72 

Phe Leu Asp Thr Trp Asn Arg Glu Thr His Cys His Gin 
1 5 10 

<210> 73 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 73 

Asp Thr Trp Asn Arg Glu Thr His Cys His Gin His Lys 
1 5 10 

<210> 74 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 74 

Trp Asn Arg Glu Thr His Cys His Gin His Lys Tyr Cys 
1 5 10 

<210> 75 
<211> 13 
<212> PRT 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 75 

Arg Glu Thr His Cys His Gin His Lys Tyr Cys Asp Pro 
1 5 10 

<210> 76 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 76 

Thr His Cys His Gin His Lys Tyr Cys Asp Pro Asn Leu 
1 5 10 

<210> 77 
<2il> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 
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<400> 77 

Cys His Gin His Lys Tyr Cys Asp Pro Asn Leu Gly Leu 
1 5 10 

<210> 78 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 78 

Gin His Lys Tyr Cys Asp Pro Asn Leu Gly Leu Arg Val 
1 5 10 

<210> 79 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<400> 79 
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Lys Tyr Cys Asp Pro Asn Leu Gly Leu Arg Val Gin Gin 
1 5 10 



<210> 80 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 80 

Cys Asp Pro Asn Leu Gly Leu Arg Val Gin Gin Lys Gly 
1 5 10 

<210> 81 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 81 

Pro Asn Leu Gly Leu Arg Val Gin Gin Lys Gly Thr Ser 

1 5 10 
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<210> 82 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 82 

Leu. Gly Leu Arg Val Gin Gin Lys Gly Thr Ser Glu Thr 
1 5 10 

<210> 83 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 83 

Leu Arg Val Gin Gin Lys Gly Thr Ser Glu Thr Asp Thr 
1 5 10 
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<210> 84 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 84 

Val Gin Gin Lys Gly Thr Ser Glu Thr Asp Thr lie Cys 
1 5 10 

<210> 85 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 85 

Gin Lys Gly Thr Ser Glu Thr Asp Thr He Cys Thr Cys 
1 5 10 



<210> 86 
<211> 13 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 86 

Gly Thr Ser Glu Thr Asp Thr He Cys Thr Cys Glu Glu 
1 5 10 

<210> 87 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 87 

Ser Glu Thr Asp Thr He Cys Thr Cys Glu Glu Gly Trp 
1 5 10 

<210> 88 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
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J 



<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 88 

Thr Asp Thr lie Cys Thr Cys Glu Glu Gly Trp His Cys 
1 5 10 

<210> 89 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 89 

Thr lie Cys Thr Cys Glu Glu Gly Trp His Cys Thr Ser 
1 5 10 

<210> 90 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 90 

Cys Thr Cys Glu Glu Gly Trp His Cys Thr Ser Glu Ala 
1 5 10 

<210> 91 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 91 

Cys Glu Glu Gly Trp His Cys Thr Ser Glu Ala Cys Glu 
1 5 10 

<210> 92 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 
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<400> 92 

Glu Gly Trp His Cys Thr Ser Glu Ala Cys Glu Ser Cys 
1 5 10 

<210> 93 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 93 

Trp His Cys Thr Ser Glu Ala Cys Glu Ser Cys Val Leu 
1 5 10 

<210> 94 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<400> 94 
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1 



Cys Thr Ser Glu Ala Cys Glu Ser Cys Val Leu His Arg 
1 5 10 



<210> 95 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 95 

Ser Glu Ala Cys Glu Ser Cys Val Leu His Arg Ser Cys 
1 5 10 



<210> 96 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 96 

Ala Cys Glu Ser Cys Val Leu His Arg Ser Cys Ser Pro 

1 5 10 
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<210> 97 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 97 

Glu Ser Cys Val Leu His Arg Ser Cys Ser Pro Gly Phe 
1 5 10 

<210> 98 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 98 

Cys Val Leu His Arg Ser Cys Ser Pro Gly Phe Gly Val 
1 5 10 
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<210> 99 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 99 

Leu His Arg Ser Cys Ser Pro Gly Phe Gly Val Lys Gin 
1 5 10 

<210> 100 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 100 

Arg Ser Cys Ser Pro Gly Phe Gly Val Lys Gin He Ala 
1 5 10 



<210> 101 
<211> 13 
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<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 101 

Cys Ser Pro Gly Phe Gly Val Lys Gin lie Ala Thr Gly 
1 5 10 

<210> 102 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 102 

Pro Gly Phe Gly Val Lys Gin lie Ala Thr Gly Val Ser 
1 5 10 



<210> 103 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 



<400> 103 

Phe Gly Val Lys Gin He Ala Thr Gly Val Ser Asp Thr 
1 5 10 

<210> 104 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 104 

Val Lys Gin He Ala Thr Gly Val Ser Asp Thr He Cys 
1 5 10 

<210> 105 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: Synthetic 
peptide' 

<400> 105 

Gin He Ala Thr Gly Val Ser Asp Thr lie Cys Glu Pro 
1 5 10 



<210> 106 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 106 

Ala Thr Gly Val Ser Asp Thr He Cys Glu Pro Cys Pro 
1 5 10 



<210> 107 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

56/88 . 



<400> 107 

Gly Val Ser Asp Thr lie Cys Glu Pro Cys Pro Val Gly 
1 5 10 

<210> 108 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 108 

Ser Asp Thr He Cys Glu Pro Cys Pro Val Gly Phe Phe 
1 5 10 

<210> 109 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 109 
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Thr He Cys Glu Pro Cys Pro Val Gly Phe Phe Ser Asn 
1 5 10 



<210> 110 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 110 

Cys Glu Pro Cys Pro Val Gly Phe Phe Ser Asn Val Ser 
1 5 10 

<210> 111 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 111 

Pro Cys Pro Val Gly Phe Phe Ser Asn Val Ser Ser Ala 

1 5 10 
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<210> 112 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 112 

Pro Val Gly Phe Phe Ser Asn Val Ser Ser Ala Phe Glu 
1 5 10 



<210> 113 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 113 

Gly Phe Phe Ser Asn Val Ser Ser Ala Phe Glu Lys Cys 
1 5 10 
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<210> 114 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 114 

Phe Ser Asn Val Ser Ser Ala Phe Glu Lys Cys His Pro 
1 5 10 

<210> 115 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 115 

Asn Val Ser Ser Ala Phe Glu Lys Cys His Pro Trp Thr 
1 5 10 



<210> 116 
<211> 13 



60/88 



1 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 116 

Ser Ser Ala Phe Glu Lys Cys His Pro Trp Thr Ser Cys 
1 5 10 

<210> 117 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 117 

Ala Phe Glu Lys Cys His Pro Trp Thr Ser Cys Glu Thr 
1 5 10 

<210> 118 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 118 

Glu Lys Cys His Pro Trp Thr Ser Cys Glu Thr Lys Asp 
1 5 10 

<210> 119 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 119 

Cys His Pro Trp Thr Ser Cys Glu Thr Lys Asp Leu Val 
1 5 10 

<210> 120 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence Synthetic 
peptide 

<400> 120 

Pro Trp Thr Ser Cys Glu Thr Lys Asp Leu Val Val Gin 
1 5 10 



<210> 121 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 121 

Thr Ser Cys Glu Thr Lys Asp Leu Val Val Gin Gin Ala 
1 5 10 



<210> 122 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 
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<400> 122 

Cys Glu Thr Lys Asp Leu Val Val Gin Gin Ala Gly Thr 
1 5 10 

<210> 123 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 123 

Thr Lys Asp Leu Val Val Gin Gin Ala Gly Thr Asn Lys 
1 5 10 

<210> 124 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence Synthetic 
peptide 



<400> 124 
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Asp Leu Val Val Gin Gin Ala Gly Thr Asn Lys Thr Asp 
1 5 10 



<210> 125 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 125 

Val Val Gin Gin Ala Gly Thr Asn Lys Thr Asp Val Val 
1 5 10 

<210> 126 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 126 

Gin Gin Ala Gly Thr Asn Lys Thr Asp Val Val Cys Gly 

1 5 10 

65/88 



<210> 127 
<211> 13 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 127 

Ala Gly Thr Asn Lys Thr Asp Val Val Cys Gly Pro Gin 
1 5 10 



<210> 128 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 128 

Thr Asn Lys Thr Asp Val Val Cys Gly Pro Gin Asp Arg 
1 5 10 
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<210> 129 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 129 

Lys Thr Asp Val Val Cys Gly Pro Gin Asp Arg Leu Arg 
1 5 10 

<210> 130 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 130 

Asp Val Val Cys Gly Pro Gin Asp Arg Leu Arg Ala Leu 
1 5 10 



<210> 131 
<211> 1425 
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<212> DNA 

<213> Homo sapiens 
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cctgccccca 


1140 


agcctgacct 


gcctggtcaa 


aggcttctac 


1200 


aatgggcagc 


eggagaacaa 


ctacaagacc 


1260 


ttcttcctct 


acagcaagct 


caccgtggac 


1320 


tcatgctccg 


tgatgcatga 


ggctctgcac 


1380 


tetcegggta 


aatga 




1425 
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<210> 132 
<211> 474 
<212> PRT 

<213> Homo sapiens 
<400> 132 

Met Ser Val Ser Phe Leu lie Phe Leu Pro Val Leu Gly Leu Pro Trp 
15 10 15 

Gly Val Leu Ser Gin Val Gin Leu Gin Gin Ser Gly Pro Gly Leu Val 
20 25 30 

Lys Pro Ser Gin Thr Leu Ser Leu Thr Cys Ala lie Ser Gly Asp Ser 
35 40 45 

Val Ser Ser Asn Ser Ala Thr Trp Asn Trp lie Arg Gin Ser Pro Ser 
50 55 60 

Arg Asp Leu Glu Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Tyr 
65 70 75 80 

Arg Asp Tyr Val Gly Ser Val Lys Ser Arg He He He Asn Pro Asp 
85 90 95 

Thr Ser Asn Asn Gin Phe Ser Leu Gin Leu Asn Ser Val Thr Pro Glu 
100 105 110 

Asp Thr Ala He Tyr Tyr Cys Thr Arg Ala Gin Trp Leu Gly Gly Asp 
115 120 125 
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Tyr Pro Tyr Tyr Tyr Ser Met Asp Val Trp Gly Gin Gly Thr Thr Val 
130 135 140 

Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala 
145 150 155 160 

Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu 
165 170 175 

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly 
180 185 190 

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser 
195 200 205 

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe 
210 215 220 

Gly Thr Gin Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr 
225 230 235 240 

Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro 
245 250 255 

Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro 
260 265 270 

Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys 
275 280 285 
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Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Gin Phe Asn Trp 
290 295 300 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
305 310 315 320 

Glu Gin Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val 
325 330 335 

His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
340 345 350 

Lys Gly Leu Pro Ala Ser lie Glu Lys Thr He Ser Lys Thr Lys Gly 
355 360 365 

Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu 
370 375 380 

Met Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
385 390 395 400 

Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn 
405 410 415 

Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe 
420 425 430 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn 
435 440 445 
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Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
450 455 460 

Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
465 470 



<210> 133 
<211> 696 
<212> DNA 
<213> Homo sapiens 



<400> 133 

atggaagccc cagctcagct 
gaaattgtgt tgacacagtc 
ctctcctgca gggccagtca 
ggccaggctc ccaggctcct 
aggttcagtg gcagtgggtc 
gaagattttg cagtttatta 
gtggatatca aacgtacggt 
cagttgaaat ctggaactgc 
gccaaagtac agtggaaggt 
acagagcagg acagcaagga 
gcagactacg agaaacacaa 
cccgtcacaa agagcttcaa 



tctcttcctc ctgctactct 
tccagccacc ctgtctttgt 
gagtgttagc agctacttag 
catctatgat gcatccaaca 
tgggacagac ttcactctca 
ctgtcagcag cgtagcaaca 
ggctgcacca tctgtcttca 
ctctgttgtg tgcctgctga 
ggataacgcc ctccaatcgg 
cagcacctac agcctcagca 
agtctacgcc tgcgaagtca 
caggggagag tgttga 



ggctcccaga taccaccgga 60 
ctccagggga aagagccacc 120 
cctggtacca acagaaacct 180 
gggccactgg catcccagcc 240 
ccatcagcag cctagagcct 300 
ctttcggccc tgggaccaaa 360 
tcttcccgcc atctgatgag 420 
ataacttcta tcccagagag 480 
gtaactccca ggagagtgtc 540 
gcaccctgac gctgagcaaa 600 
cccatcaggg cctgagctcg 660 

696 



<210> 134 
<211> 231 
<212> PRT 
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<213> Homo sapiens 



<400> 134 

Met Glu Ala Pro Ala Gin Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro 
15 10 15 

Asp Thr Thr Gly Glu He Val Leu Thr Gin Ser Pro Ala Thr Leu Ser 
20 25 30 

Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser 
35 40 45 

Val Ser Ser Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro 
50 55 60 

Arg Leu Leu He Tyr Asp Ala Ser Asn Arg Ala Thr Gly He Pro Ala 
65 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser 
85 90 95 

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Ser 
100 105 110 

Asn Thr Phe Gly Pro Gly Thr Lys Val Asp He Lys Arg Thr Val Ala 
115 120 125 



Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser 

130 135 140 
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Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu 
145 150 155 160 

Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser 
165 170 175 

Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu 
180 185 190 

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val 
195 200 205 

Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys 
210 215 220 

Ser Phe Asn Arg Gly Glu Cys 
225 230 



<210> 135 
<211> 1407 
<212> DNA 

<213> Homo sapiens 
<400> 135 

atggagttgg gactgagctg gattttcctt ttggctattt taaaaggtgt ccagtgtgaa 60 

gtgcagctgg tggagtctgg gggaggcttg gtacagcctg gcaggtccct gagactctcc 120 

tgtgcagcct ctggattcac ctttgatgat tatgccatgc actgggtccg gcaagctcca 180 

gggaagggcc tggagtgggt ctcaggtatt agttggaata gtggtagctt ggtgcatgcg 240 
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gdO LC Lg Lga 




caccaLCLcc 


tddd LgddLd 


g lu tgagagc 


4- era orcro /■» o /"^ <r 
LgaggaCaCg 


x l LCggggag 


l Lagg tac La 


cggLaLggac 


lcc LcagcLa 


gcaccaaggg 


*-\ gs +- y% rr fr 4~ 

CCCa LCgg LC 


Lccgagagca 


cagcggccc l 


gggctgcctg 


gtgLCgLgga 


ac Lcaggcgc 


tctgaccagc 


"4" T <^ n /TP /T *~i /~v 

lcc tcaggac 


LCLaC LCCC L 


cagcagcgLg 


cagacctaca 


cctgcaacgt 


agatcacaag 


gagcgcaaat 


gttgtgtcga 


gtgcccaccg 


gtc ttcc tct 


tccccccaaa 


acccaaggac 


acgtgcgtgg 


tggtggacgt 


gagccacgaa 


gacggcgtgg 


aggtgcataa 


tgccaagaca 


ttccgtgtgg 


tcagcgtcct 


caccgttgtg 


aagtgcaagg 


tctccaacaa 


aggcctccca 


aaagggcagc 


cccgagaacc 


acaggtgtac 


aagaaccagg 


tcagcctgac 


ctgcctggtc 


gagtgggaga 


gcaatgggca 


gccggagaac 


tccgacggct 


ccttcttcct 


ctacagcaag 


gggaacgtct 


tctcatgctc 


cgtgatgcat 


agcctctccc 


tgtctccggg 


taaatga . 



agagacaacg ccaagaactc cctgtatctg 300 
gccttgtatt actgtgcaag agataggcta 360 
gtctggggcc aagggaccac ggtcaccgtc 420 
ttccccctgg cgccctgctc caggagcacc 480 
gtcaaggact acttccccga accggtgacg 540 
ggcgtgcaca ccttcccagc tgtcctacag 600 
gtgaccgtgc cctccagcaa cttcggcacc 660 
cccagcaaca ccaaggtgga caagacagtt 720 
tgcccagcac cacctgtggc aggaccgtca 780 
accctcatga tctcccggac ccctgaggtc 840 
gaccccgagg tccagttcaa ctggtacgtg 900 
aagccacggg aggagcagtt caacagcacg 960 
caccaggact ggctgaacgg caaggagtac 1020 
gcctccatcg agaaaaccat ctccaaaacc 1080 
accctgcccc catcccggga ggagatgacc 1140 
aaaggcttct accccagcga catcgccgtg 1200 
aactacaaga ccacacctcc catgctggac 1260 
ctcaccgtgg acaagagcag gtggcagcag 1320 
gaggctctgc acaaccacta cacgcagaag 1380 

1407 



<210> 136 
<211> 468 
<212> PRT 
<213> Homo sapiens 

<400> 136 

Met Glu Leu Gly Leu Ser Trp He Phe Leu Leu Ala lie Leu Lys Gly 

15 10 15 
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Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin 
20 25 30 



Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 40 45 

Asp Asp Tyr Ala Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp Val Ser Gly lie Ser Trp Asn Ser Gly Ser Leu Val His Ala 
65 70 75 80 

Asp Ser Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala Lys Asn 
85 90 95 

Ser Leu Tyr Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Leu 
100 105 110 

Tyr Tyr Cys Ala Arg Asp Arg Leu Phe Arg Gly Val Arg Tyr Tyr Gly 
115 120 125 

Met Asp Val Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser Ala Ser 
130 135 140 

Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr 
145 150 155 160 

Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro 

• 165 170 175 
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Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val 



180 185 190 

His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser 
195 200 205 

Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gin Thr Tyr Thr 
210 215 220 

Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val 
225 230 235 240 

Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val 
245 250 255 

Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
260 265 270 

Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser 
275 280 285 

His Glu Asp Pro Glu Val Gin Phe Asn Trp Tyr Val Asp Gly Val Glu 
290 295 300 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn Ser Thr 
305 310 315 320 

Phe Arg Val Val Ser Val Leu Thr Val Val His Gin Asp Trp Leu Asn 
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325 



330 



335 



Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Ser 
340 345 350 

lie Glu Lys Thr lie Ser Lys Thr Lys Gly Gin Pro Arg Glu Pro Gin 
355 360 365 

Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gin Val 
370 375 380 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val 
385 390 395 400 

Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
405 410 415 

Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
420 425 430 

Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val 
435 440 445 

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu 
450 455 460 

Ser Pro Gly Lys 
465 
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<210> 137 
<211> 702 
<212> DNA 



\6io/ norno 












atggaagccc 


cagctcagct 


tctcttcctc 


gaaattgtgt 


tgacacagtc 


tccagccacc 


C LCLCC LgCa 


gggccag tea 


gagtgiiagc 


ggccaggctc 


ccaggctcct 


catctatgat 


aggttcagtg 


gcagtgggtc 


tgggacagac 


gaagattttg 


cagtttatta 


ctgtcagcag 


accaaggtgg 


agatcaaacg 


tacggtggct 


gatgagcagt 


tgaaatctgg 


aactgcctct 


agagaggcca 


aagtacagtg 


gaaggtggat 


agtgtcacag 


agcaggacag 


caaggacagc 


agcaaagcag 


actacgagaa 


acacaaagtc 


agctcgcccg 


tcacaaagag 


cttcaacagg 



ctgctactct 


ggctcccaga taccaccgga 


bU 


CtgLCtt Lgt 


ctccagggga aagagccacc 


1 on 


agctacttag 


cctggtacca acagaaacct 


180 


gcatccaaca 


gggccactgg catcccagcc 


240 


ttcactctca 


ccatcagcag cctagagcct 


300 


cgtagccact 


ggctcacttt cggcgggggg 


360 


gcaccatctg 


tcttcatctt cccgccatct 


420 


gttgtgtgcc 


tgctgaataa cttctatccc 


480 


aacgccctcc 


aatcgggtaa ctcccaggag 


540 


acctacagcc 


tcagcagcac cctgacgctg 


600 


tacgcctgcg 


aagtcaccca tcagggcctg 


660 


ggagagtgtt 


ga 


702 



<210> 138 
<211> 233 
<212> PRT 

<213> Homo sapiens 
<400> 138 

Met Glu Ala Pro Ala Gin Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro 
15 10 15 

Asp Thr Thr Gly Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser 
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20 



25 



30 



Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser 
35 40 45 

Val Ser Ser Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro 
50 55 60 

Arg Leu Leu He Tyr Asp Ala Ser Asn Arg Ala Thr Gly lie Pro Ala 
65 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser 
85 90 95 

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Ser 
100 105 110 

His Trp Leu Thr Phe Gly Gly Gly Thr Lys Val Glu He Lys Arg Thr 
115 120 125 

Val Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu 
130 135 140 

Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro 
145 150 155 160 

Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly 
165 170 175 

Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr 
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180 185 190 

Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His 
195 200 205 

Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val 
210 215 220 

Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 



<210> 139 
<211> 1425 
<212> DNA 

<213> Homo sapiens 
<400> 139 

atggatctca tgtgcaagaa aatgaagcac ctgtggttct tcctcctgct ggtggcggct 60 

cccagatggg tcctgtccca gctgcagctg caggagtcgg gcccaggact actgaagcct 120 

tcggagaccc tgtccctcac ctgcactgtc tctggcggct ccatcagcag tcctggttac 180 

tacgggggct ggatccgcca gcccccaggg aaggggctgg agtggattgg gagtatctat 240 

aaaagtggga gcacctacca caacccgtcc ctcaagagtc gagtcaccat atccgtagac 300 

acgtccaaga accagttctc cctgaagctg agctctgtga ccgccgcaga cacggctgtg 360 

tattactgta cgagacctgt agtacgatat tttgggtggt tcgacccctg gggccaggga 420 

accctggtca ccgtctcctc agctagcacc aaggggccat ccgtcttccc cctggcgccc 480 

tgctccagga gcacctccga gagcacagcc gccctgggct gcctggtcaa ggactacttc 540 

cccgaaccgg tgacggtgtc gtggaactca ggcgccctga ccagcggcgt gcacaccttc 600 

ccggctgtcc tacagtcctc aggactctac tccctcagca gcgtggtgac cgtgccctcc 660 

agcagcttgg gcacgaagac ctacacctgc aacgtagatc acaagcccag caacaccaag 720 
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&7\ ft t P"Pi qX p 


p aa a t ci t prcr-t- 


p c c c c r\ X err* c 


caccat,£rccc ascaccteraff 


780 


XX p o*\ ooctacs 


or 55 p p ci "f p ci cr 1" 


p "t" X CCX &X X p 




ppaaccrcipcip Xc.Xct\X&r\Xc 


840 


1~ppp pro*ci ppp 


P 1~ Orel orcri" par* 


&X orr D"i" crorf cr 




CPPRCffCicicrci PPPP prci p-p-l- p 


900 


p o rj\ \ p o o p X 


C or + 51 p erf" crcrci 


1" crcrp ci" crorci O" 


O" X 0"P CI 1" c» c\ X cr 


CC7\r\QsKC*\s\f\ ffppp/porprarcior 


960 


crci err* ci o*i~ "T" pa 


o c d OTP a P GT"t" CI 


ppolot (J eft P 


Qop cr1"pp "f pci 


PPPtrr 1" CfpCl f % Pfiprorcip1"Orpr 


1020 


p X en cip crorpci 


c» ctctcj cr"t" Qpaa 
ds&^b LdLdd 


ci" crp c\ c\ ooX p 


"fppcicipciacicr 


P'PPt'PPPP' 1"P P t"P P3 1"PP"Ci or 


1080 


ddddttd LO L 


OUdddgCOdd 


o cjcrcrr* a err* p r* 


r'orcicrticrr'pcip 


ci c cjX ctX ci p ci p pptffppprra 


1 140 




c* crai" era r» r» a a 


CTCICI P PCI CTCfX P 


a crp p 1" orci ppt 


crpp X &&X Cs\*\ ci crcrp1~ 1~p1~ cip 


1200 


cccagcgaca 


tcgccgtgga 


gtgggagagc 


aatgggcagc 


eggagaacaa ctacaagacc 


1260 


acgcctcccg 


tgctggactc 


cgacggctcc 


ttcttcctct 


acagcaggct aaccgtggac 


1320 


aagagcaggt 


ggcaggaggg 


gaatgtcttc 


tcatgctccg 


tgatgcatga ggctctgcac 


1380 


aaccactaca 


cacagaagag 


cctctccctg 


tctctgggta 


aatga 


1425 



<210> 140 
<211> 474 
<212> PRT 

<213> Homo sapiens 
<400> 140 

Met Asp Leu Met Cys Lys Lys Met Lys His Leu Trp Phe Phe Leu Leu 
15 10 15 

Leu Val Ala Ala Pro Arg Trp Val Leu Ser Gin Leu Gin Leu Gin Glu 
20 25 30 

Ser Gly Pro Gly Leu Leu Lys Pro Ser Glu Thr Leu Ser Leu Thr Cys 
35 40 45 



Thr Val Ser Gly Gly Ser He Ser Ser Pro Gly 
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Tyr Tyr Gly Gly Trp 



50 



55 



60 



lie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp lie Gly Ser lie Tyr 
65 70 75 80 

Lys Ser Gly Ser Thr Tyr His Asn Pro Ser Leu Lys Ser Arg Val Thr 
85 90 95 

lie Ser Val Asp Thr Ser Lys Asn Gin Phe Ser Leu Lys Leu Ser Ser 
100 105 110 

Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Thr Arg Pro Val Val 
115 120 125 

Arg Tyr Phe Gly Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr 
130 135 140 

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro 
145 150 155 160 

Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val 
165 170 175 

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala 
180 185 190 

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly 
195 200 205 

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly 
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210 



215 



220 



Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys 
225 230 235 240 

Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys 
245 250 255 

Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
260 265 270 

Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys 
275 280 285 

Val Val Val Asp Val Ser Gin Glu Asp Pro Glu Val Gin Phe Asn Trp 
290 295 300 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
305 310 315 320 

Glu Gin Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 
325 330 335 

His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
340 345 350 

Lys Gly Leu Pro Ser Ser He Glu Lys Thr He Ser Lys Ala Lys Gly 
355 360 365 
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Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Gin Glu Glu 
370 375 380 



Met Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
385 390 395 400 

Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn 
405 410 415 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 
420 425 430 

Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gin Glu Gly Asn 
435 440 445 

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
450 455 460 

Gin Lys Ser Leu Ser Leu Ser Leu Gly Lys 
465 470 



<210> 141 
<211> 708 
<212> DNA 

<213> Homo sapiens 
<400> 141 

atggacatga gggtccccgc tcagctcctg gggcttctgc tgctctggct cccaggtgcc 60 

agatgtgcca tccagttgac ccagtctcca tcctccctgt ctgcatctgt aggagacaga 120 
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[ 



gtcaccatca 


ctteccggerc 


aaetcaeeec attascaetg 

*— 1 o *- ,v ^"-*tototo *^*-*o to to 


etttagectg gtatcagcag 


180 


aaaccaeesa 


aagctcctaa 


gctcctgatc tatgatgcct 


ccaatttgera aaeteeeetc 


240 


ccatcaaggt 


tcascsecae 


teeatcteee acaeratttca 


c tct caeca t cagcagcctg 


300 


caecctfjaae 


attttgcaac 


ttattactgt, caacagttta 


atagttaccc gaegttegge 


360 


caaeesacca 


aererterffaaat 

"too ^ oo ^ 


caaaccrtac^ ertererctt?cac 


catct£?tctt catcttcccf? 


420 


ccatct^ate 


aecagtteraa 


ate tereraact, ercctetertter 


tfftcrcctffct eaataactte 


480 


tatcccagag 


aggccaaagt 


acagtggaag gtggataacg 


ccctccaatc gggtaactcc 


540 


caggagagtg 


tcacagagca 


ggacagcaag gacagcacct 


acagcctcag cagcaccctg 


600 


acgctgagca 


aagcagacta 


cgagaaacac aaagtctacg 


ectgegaagt cacccatcag 


660 


ggcctgagct 


cgcccgtcac 


aaagagcttc aacaggggag 


agtgttga 


708 



<210> 142 
<211> 235 
<212> PRT 
<213> Homo sapiens 

<400> 142 

Met Asp Met Arg Val Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Trp 
15 10 15 

Leu Pro Gly Ala Arg Cys Ala lie Gin Leu Thr Gin Ser Pro Ser Ser 
20 25 30 

Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie Thr Cys Arg Ala Ser 
35 40 45 

Gin Gly lie Ser Ser Ala Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys 
50 55 60 
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Ala Pro Lys Leu Leu He Tyr Asp Ala Ser Asn Leu Glu Ser Gly Val 
65 70 75 80 



Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
85 90 95 

He Ser Ser Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin 
100 105 110 

Phe Asn Ser Tyr Pro Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys 
115 120 125 

Arg Thr Val Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu 
130 135 140 

Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 
145 150 155 160 

Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin 
165 170 175 

Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser 
180 185 190 

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 
195 200 205 

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser 
210 215 220 
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Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 235 
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